. Rationalization of using 93% sequence identity as a strain demarcation criterion for African streak viruses. The blue line plots the frequencies of sequence identities shared amongst 357 African streak virus isolates at a resolution of 0.1% identity. The line was smoothed over a window of 0.3% identity. Identity values were calculated with pairwise exclusion of alignment gaps (as opposed to counting gaps as a fifth state as is currently done by the ICTV).
B1 [Za-Tas-1991] A1 [Ng-Abe-2007] A1 [Za-ThoE-2006 ] A 1 [Ke-Ama-1998] A1 
